Figure 1 



gcttcctccc taggcgtgag actccggctc cttcact atg aga ctt eta gec ctt 55 

Met Arg Leu Leu Ala Leu 
1 5 

tec ggt ctg etc tgc atg ctg etc etc tgt ttc tgc att ttc tec tea 103 
Ser Qly Leu Leu Cvs Met Leu Leu Leu Cvs Phe Cvs lie Phe Ser Ser 
10 15 20 

gaa ggg aga aga cat cct gee aag tec ttg aaa etc agg cgc tgc tgt 151 
Glu Glv Arg Arg His Pro Ala Lys Ser Leu Lys Leu Arg Arg Cys Cys 
25 30 35 

cac eta tct cct aga tec aag ctg aca ace tgg aaa gga aac cac aca 199 
His Leu Ser Pro Arg Ser Lys Leu Thr Thr Trp Lys Gly Asn His Thr 
40 45 50 

agg ccc tgc aga etc tgc aga aac aag eta cca gtc aag tea tgg gtg 24 7 
Arg Pro Cys Arg Leu Cys Arg Asn Lys Leu Pro Val Lys Ser Trp Val 
55 60 65 70 

gtg cct ggg get etc cca cag ata tag ggcctcctcc geccagatga 294 
Val Pro Gly Ala Leu Pro Gin lie 
75 

agcgttgatg cccagatgtg gagacaccag aagcatacac actatgttgc cttgcccctt 354 

gecaatgage tgtgacactg gaatgettea cttcagacat cagggeggat ggattgeaga 414 

attccaagtc ctcattccaa aggtgtcacc aaccttcaga gtcactaagg tccaggctca 474 

gcccacaagt caccatggct cctccagagt aaaagtccaa gattccacct gtgggagcta 534 

cagatccaga gactttcaag ctgactagag tgcagagaag caagacctca gtgtgatcag 5 94 

ccgagactac agcatcttgg gaaccctcag tcagccccaa acccctaaca cttaaccact 654 

ggtctccaaa ccaacacctg taacttccta atgaaatcat caggaggata ccaaaagaaa 714 

taaaccataa atcagcatac acactaaaaa 744 



Figure 2 



ggaacgaggg aaaatctgcc ttctcacc atg agg ctt eta gtc ctt tec age 52 

Met Arg Leu Leu Val Leu Ser Ser 
1 5 

ctg etc tgt ate ctg ctt etc tgc ttc tec ate ttc tec aca gaa ggg 100 
Leu Leu Cvs lie Leu Leu Leu Cvs Phe Ser lie Phe Ser Thr Glu Gly 
10 15 20 

aag agg cgt cct gee aag gee tgg tea ggc agg aga ace agg etc tgc 148 
Lys Arg Arg Pro Ala Lys Ala Trp Ser Gly Arg Arg Thr Arg Leu Cys 
25 30 35 40 

tgc cac cga gtc cct age ccc aac tea aca aac ctg aaa gga cat cat 196 
Cys His Arg Val Pro Ser Pro Asn Ser Thr Asn Leu Lys Gly His His 
45 50 55 

gtg agg etc tgt aaa cca tgc aag ctt gag cca gag ccc cgc ctt tgg 244 
Val Arg Leu Cys Lys Pro Cys Lys Leu Glu Pro Glu Pro Arg Leu Trp 
60 65 70 

9t9 9t9 cct 999 9 ca ctc cca ca 9 9 fc 9 ta 9 cactcccaaa gcaagactcc 2 94 

Val Val Pro Gly Ala Leu Pro Gin Val 
75 80 
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cccttcctag cctcctgaca tgagtctget ggaaagagca tccaaacaaa caagtaataa 774 
ataaataaat aaactcaatg cagacacaaa aa 806 
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Figure 4A 



0 

446 ATGAGGCTTCTAGTCCTTTCCAGCCTGCTCTGTATCCTGCTTCTCTGCTTCTCCATCTTC 



1MRLLVLSSLLCILLLCFSIF 
60 

506 TCCACAGAAGGTAGGGCAGCCCCCAGGGTGCAGATCCCTGAGCAGGATTTCAGCATCTGG 



21 S T E 

120 .:.:.:.:.:.: 
566 GAAGACTCTGATCAGGATTTGTTGGAGGGCAGGCCTTGGNNNNNNNNNNCGCGCGTACTT 



180 

62 6 CCAGCCCCGTGGTGAAGACGAAAGAGGGCTCTTTCTCCTGAACCTATAGGTTTGGGGCTC 



240 

686 AGGACTGCCTGCAGGTGGCTTGGGGGTTCCATTCACAGCCCCTGCACCCCCAAATACATA 



300 

746 CCCAGCCTAAGTAAAGTGGTGTGTTCGCCATGCAAACACACATACAACCTCTCAGCTAGA 



360 

8 06 TTACTGTGCTTAAGTCCTACCTATCTAGAATTTCTGGAGCCATTCTCTTGTACTTGTGTC 



420 .:.:.:.:.:.: 
866 ATGCTTGGAACAGAGTAAATTAGTGTTGGGCAAATGAATACATTAATTAGTAGACCATCT 



480 

926 AAGTCTGAACATCCCAAAACCTCATGCCCAGAAAATATCCATGAGCAGCTGAAATGAAGG 



540 .:.:.:.:.:.: 
986 TGTGTGTGGTAGGGAGGTGGGGTATGTTTATGCATGTTTAGAAGGGGACACCATCTTTTT 



600 .:.:.:.:.:.: 
1046 ACCTCTATAGATATGAATATTTAGCTCTCTTGCCCTTTTTTCTTTTTTCTTTTTTTTTTT 



660 

1106 TTTTTTGAGATGGAGTCTTGCTCTGTCACCCAGGCTGGAGTGCAGTGGCGCTATCTCAGC 



720 .:.:.:.:.:.: 
1166 TCACTGCAATCTCCGCCTCCTGGGTTCAAGCAATTCTCTGCCTCAGCCTCCCAAGTAGCT 
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780 .:.:.:.:.:.: 
122 6 GAGATTACAGGTGCC C AC CAC CAAGC C CAGCTAATTTTTGTATTTTTAGTACAGAC AGGT 



840 .:.:.:.:.:.: 
12 86 TTCACCATCTTGGCCAGGCTGGTCTTGAACTCCTAACCTCGTAATCCTCCCACCTCGGCC 



900 

134 6 TCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCATGCCTGGCTGCCTTTCTTGATTCAG 



960 

1406 ATAGCTGAGTGTTTCAATCCATTTTTCTCTTGTCTAACCCTCTAGAAACTGCCTACATTT 



1020 

1466 ATTTTTTGTTTTAGTGGTTATGGTTACTCAAACTTTTGGGTGGGGGGAGCTGGAGCTATA 



1080 

152 6 GAAATATATAAAGAGAAGAAAAACACTCAATTCCATGATTCAAGAGTAGCCATGTTCAAC 



1140 

15 86 ATTTTGTTTATTTCCTTGCATGTAGAATTTTTAAAAATTAATTGATGTACCTATATGTTC 



1200 

164 6 AAGGTTATATCTTTTTTATTTATCACTATATATATTGTTATAATCACCCAAAATGCTTAT 



1260 .:.:.:.:.:.: 
1706 GATTGAAGATATTCTGGAAGCATTTACAACCCAGTGTCAGCAGCAGCCATCTCTGAGTAG 



1320 .:.:.:.:.:.: 
1766 TGGGATTATAACAAGTGTTTGTTTTACAAAGTTTCTGCGATGAAAATGTCCCACATATAT 



1380 .:.:.:.:.:.: 
182 6 AATAAGGAAAACAGTGATTAGAATTCCTCATAAACACAGCCCGTGACATGCAATTTATCA 



1440 .:.:.:.:.:.: 
1886 GACCTCTATTTTTGGACATGTTGGAGGTTGCCAGTGATACCCTAGTGACAATTAAATGAG 



1500 



1946 GATAGATACCTTCCCCCATAAAGTTTCCTATCCATTTAGGACTATCTGTAGCAAACTCTT 
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1560 

2 006 GAAGTAGCATTAATCAACTAATATTTTCAGGTATAACTTGCTACAAGTGAACGTACTATG 



1620 

2 066 ATGAATTTACATGCTTAGACATTTAGATAGTTCACAATTGTGTGCTTTTCCTTTTTTGAA 



1680 

2126 GCAAGATCTTGCTCTCTTGCCCAGGTCGGAGTGCAGTGGCATGACCACGGCTCAGTGCAG 



1740 

2186 GCTTGACTTCCAGGGCTCAAGCAATACTCGCACCTCAGGTTTTCCAGTAGCTGGGAAAAC 



1800 .:.:.:.:.:.: 
224 6 AGGTGCGCACCACAATGCCCTGCTAATTTTTAAAATTTTTTGCAGAGACGAGGTCTCTCT 



1860 

2 3 06 AAGTTGCCCAGGCTGGTCTTGAACTTCTGGACTCAAGCCATCCTCCCACCTTGGCCTCCC 



1920 .:.:.:.:.:.: 
2 3 66 AGAGTGCTAGGATCACAGGCATGAGCCACCACACCTGGCCTACTTTGCACATTTTAATTA 



1980 

2426 TGTGGTAAAAGGTATATATGTACATAAAGTATGTCCTTTATTCAGGCTTTTTTTCTTTTT 



2040 

2486 TTCTTTTTTTTATTTTTTTGAGACGAAGTTTTTGCTCTTGTTGTCCAGGCTGGAGTGTAA 



2100 .:.:.:.:.:.: 
2 546 TGGCATGCTCTTGGCTCACCACAACCTCCGCCTCCCGGGTTCAAGTGATTCTCCTGCCTC 



2160 

2 606 AACCTCCTGAGTAGCTGGGATTACAGGCATGCACCAACATGCCAGGCTGATTTTGTATTT 



2220 

2 666 TTAGTAGAGATGGGGTTTCTCCATGTTGGTCAGGCTGGTCTCGAACACTCGACCTCAAGT 



2280 



2726 GATCCGCCCACCTCAGCCTCCCAAAGAGCTAGGATTACAGGCATGAGCCACCACACCCAG 
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2340 

2 786 CTCAGGGCTTATTTTCTTAGGCTAGATTGCCAAGGGGAGAATTATTATGTCAAAGAAACT 



2400 .:.:.:.:.:.: 
2 846 ACTTATTGGACAGGAATCTGAAAAGGATGTGTTTTGGGGCCATGTGTCTCCCAACATTGT 



2460 

2 906 TATTTCTGAAAAGTAAATCACAACAAGGCCCACTCTTTCCCTAGGACCTCTCGTAGCCTG 



2520 

2 966 GCTCATCCTGAGTTTCTCTGGATAAATATTCCTGAGCCCTGTGCCTTGGAAGGGGAAGCT 



2580 . : . : . : . : . : . : 

3 02 6 CACTCACAGACAAGCCCACTAAAGACAGTCTCTCTTCCTTTGTGTCCACCCTCAGGGAAG 



25 G K 

2640 .:.:.:.:.:.: 
3 086 AGGCGTCCTGCCAAGGCCTGGTCAGGCAGGAGAACCAGGCTCTGCTGCCACCGAGTCCCT 



26RRPAKAWSGRRTRLCCHRV P 

2700 .:.:.:.:.:.: 
3146 AGCCCCAACTCAACAAACCTGAAAGGTAAGTACCCCCACCTCGTCCAGACTGTGGGGCAG 



46SPNSTNLK 
2760 

32 06 AAGTTCTACAGTGGCCATGGGACCAGCCACACACACTGATCAGCCCCCACCCATGGCTGG 



2820 

3266 CATCAGGCTCTGGCTGGGAGGACATCTTTGTTTTGTTGATTAATTTGTTGACTCCCCCCC 



2880 .:.:.:.:.:.: 
3 326 AAAAGTCAACAAATTAATCATTTTAAACTGAATACATTCTGCCATGGAAAAAAAGCAGGA 



2940 

33 86 TGCAATTAGCAGATGTTGTGTGGAAACACACTTACTTTAGGTGGAAGGTGTCTGAGCAGG 



3000 

3446 TGACATTTATGAGACCTGGCTCATTTATGAGCCAGGAGCCTGGCTGAGGCCTGTGGAGGT 
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3060 

3 506 GGGGCATGCAGGCAGAGGAGGCAGCAAGGGTGAAGGGCAAGAGTGGGGTATGGAAGACAG 



3120 .:.:.:.:.:.: 
3566 ATGGTAGCAGGGCTTGAGAGGTACTCCCAGAAGCTAAGGACCAAAGCTGCCTGTGAACCC 



3180 .:.:.:.:.:.: 
3 626 TGTGGACCTGGGGCACAGATCAGCATGCAGGTCACCAGCAGGGGAGTGGGCCTGAGGGTC 



3240 .:.:.:.:.:.: 
3 686 CAGAGAGCCATAGCTTGGCAGGAGATAAGGCAGCCCCAGAGATGCCAGCAGGCAGCATCC 



3300 

3746 AGGCTGCATGACCAGAACGAGGCCCAGAAGAGCAAGGCTGCCCTCTCCCTGAGGCCTGGG 



3360 

3 806 GACACTGGGAGGCCTGTGGCGGACAGGCCCAAGCTCAGGAGGGCTGCGGGCACCCAGTTC 



3420 

3 866 CCTGCACAGGGGCTGCAGGCCCAGAGCAGATATTCACTGGAGTTGCCCAGCCCAGGTGGA 



3480 

3 926 AGGGTCAGGCTGCTGGAGCTTGGGTAGGGCAGGCAGATCCCCAAGGGGAGACTGTGGACC 



3540 

3 986 CTGAGTCAGACAGCCTGACACCAACCTGGGGCTCCTGCCTGAACTCTGCAGCCCCAGTGC 



3600 

404 6 CCACTCTCAAGAGGCTGAGGAGGTCCCGGCCCCACTTGCTCCTCTGCGGCCATGGCCCAT 



3660 

4106 GGGGTCCATGACCAGCGCCGGAGCCTCCATGCCTTTCCCAGCTACCAAGGGGATGCTCAG 



3720 

4166 CTGTGATGCAGGAGAGGGATAGAGGGAGGAAGCAAGACAGC ATGACTC CAGCCGC AGAC C 



3780 



4226 TTCTCCCGGAGATGCTGACAGCCCTTTCTTCCAAACTGGCATCACACCCAGCCGGCCAGG 



Figure 4F 



3840 

42 86 ATAAAAATAACCAGCTCGTCTTCACCACGGGCTGAAGGATCCCNNNNNNNNNNCACGAAA 



3900 

4346 AGCCCCTTCTGGGCCTCCAGGGAAAAGCATAAGATCTAATTCTTGCTTTGAAATTTTTTT 



3960 .:.:.:.:.:.: 
44 06 TTAAATGTGTTTGAAAATGCAACTTAATTGTGTTTTCCTCTCTCTCCCCACAACCTGGCT 



4020 

44 66 CTGACCTCGCCATCTTCCTGTCCTTGTCCCTCTTGTCTACTCATTGCTCCTCCCAGGACA 



55 G H 

4080 

452 6 TCATGTGAGGCTCTGTAAACCATGCAAGCTTGAGCCAGAGCCCCGCCTTTGGGTGGTGCC 



56 HVRLCKPCKLEPEPRLWVVP 

4140 . : 

4 5 86 TGGGGCACTCCCACAGGTG 



76 G A L P Q V 



